(B) Figure S1 . 1 H HR-MAS spectra of the 3 different specimens. (A) The averaged NOESY spectrum with the corresponding standard deviation calculated for each spectral data point is illustrated for groups A, B and C, respectively; (B) Comparison between NOESY and CPMG spectra. One representative sample is illustrated respectively for groups A, B and C. As expected, in the CPMG pulse sequence the relative peaks intensities vary as compared to the NOESY spectrum. However, peak positions, binning regions, and peak behavior along the series of spectra (group A, B, C) do not change. Accordingly, PCA of the spectra acquired with the two sequences are identical. Figure S2 . Univariate statistical analysis of 1 H HR-MAS NMR metabolic profiles. Normalized and scaled peak integrals of NMR buckets resulting in significant ANOVA p values (p < 0.05) are represented using Box-Whisker plots as in Figure 2 . Lac_glyclip: lactate and glycerolipids; Creatines.PC: creatines and phosphocholines; X3.33: unknown metabolite at 3.33 ppm; S.inositol: Scyllo-inositol; Tau.1: Taurine; P.creatine: phospho-creatine; lip_2.75: lipid at 2.75 ppm; lip_2.23: lipid at 2.23 ppm; lip_2.00: lipid at 2.00 ppm. 
